Oral squamous cell carcinoma (OSCCs) is increasing very fast rate in the developed and 
INTRODUCTION
Oral cancer is a sixth most common cancer in the world, may arise from other than oral cavity, such as nasal cavity, larynx, pharynx and nasal cavity (1) . According to Altekruse et al., more than 12,000 lung cancer patients died from oral cancer every year in United States (2) . In India, oral cancer accounts for 40% of all cancers (3) . Approximately 650,000 new more cases of OSCC estimated with 350,000 mortality of patients yearly in the world (4) . About 90% of oral cancer is squamous cell carcinoma, display from mucosal layer of the different parts of the mouth (5) . Near about 30% to 50 % oral cancer (OC) caused by Human Papillomavirus (HPV), while 80% to 90% oral cancer is associated with alcohol and tobacco chewing patients history. OSCC does not have any symptoms in early stage, so the survival of OSCC patients are very poor, because of its late stage diagnosis, accounts for 5 year survival in 30% to 50% with smoking history of OSCC patients (6) . There is need to cultivate innovative molecular techniques for early diagnosis and advanced targeted drugs for survival improvement of OSCC patients. 
Biogenesis of MicroRNA
MiRs are short nucleotides (18-25 nt) double stranded RNA and highly conserved. These miRs regulate several target genes expression at post transcriptional level such as apoptosis, proliferation and differentiation of the cells in normal biological mechanisms.
Near about 1,872 miRs have been discovered in Homo sapiens and its number is rising day by day (12) . These miRs engage in cell differentiation, embryonic development, inflection in immunity and in several diseases including cancers by inhibition of tumor suppressor gene or the activation of oncogene and also in cell cycle regulation (13) .
Biogenesis of miRs starts in nucleus in intricate manner (14) . RNA polymerase II plays a major role in the synthesis of Primary miRNA (pri-miRNA), this pri-miRNA may be monocistronic or polycistronic (15) . In next step, pri-mRNA get spliced, polyadenylate at 3' end and capped with 7-methylguanosine cap at 5'end (16) . MiRNA get form a secondary structure (hairpin stem loop) and After all these processes it is processed by RNase III enzyme Drosha and DGCR8 generating near about 70 nt long pre-miRNA (precursor-miRNA) secondary structure (17) . After all these above processes, pre- Other researchers defined the negative regulation of miR-145 and OCT4 and SOX2, miR-145 suppresses the proliferation of cancer stem cells (CSCs) and promote
